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(interleukin adj "17") OR (IL adj "17") 
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( (interleukin adj "17") OR (IL adj "17")) 
SAME receptor 
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EPO; JPO; 
DERWENT 


2002/12/10 16:25 



Search History 12/12/02 2:03:16 PM Page 1 
C : \APPS \EAST\ Workspace s \ 8 1 02 9 7 . wsp 



Ol-FEB-2000 (first entry) 
XX 

DE Human interleukin 17 receptor like protein encoding cDNA. 

XX 

KW Human; interleukin 17 receptor like protein; IL17RLP; IL-17; 

KW diagnosis; detection; immune system related disorder; haemostasis; 

KW cellular activation; angiogenesis ; tumour metastasis; ovulation; 

KW cellular migration; neurogenesis; infection; T-cell proliferation; 

KW autoimmune disease; lymphocytic leukaemia; haematopoiesis; 

regulation; 

KW sepsis; tumour; cancer; interstitial lung disease;, arthritis; 

KW lymphoma; immunosuppression; immunity; inflammatory bowel disease; 

KW myelo suppression; ss. 

XX 

OS Homo sapiens . 
XX 

FH Key Location/Qualifiers 

FT CDS 10.. 12 90 

FT /*tag= a 

FT /products "interleukin 17 receptor like protein" 

FT sig_j>eptide 10.. 66 

FT /*tag= b 

FT mat_peptide 67 . .12 87 

FT /*tag= c 

XX N 

p^^^^^^mss 1 4 2^6 - Ai . y 

PD 2S'MP^^J,d.9^r\ 

PF 16-SEP-1998; 98WO-US19121 . 

XX 

PR 17-SEP-1997; 97US-0059133 . 
XX 

PA (HUMA-) HUMAN GENOME SCI INC. 
XX 

PI Shi y, Ruben SM; 
XX 

DR WPI; 2000-061918/05. 

DR P-PSDB; AAY49946. 
XX 

PT New human interleukin-17 receptor like protein, e.g. to treat 

disorders 

PT relating to cellular activation - 
XX 

PS Claim 2; Fig 1; 133pp; English. 

XX 

CC The present sequence encodes human interleukin 17 receptor like 
protein 

CC {IL17RLP) , isolated from a cDNA library of human adult pulmonary 
tissue. 

CC IL17RLP and its agonists can be used to treat disorders relating 
to 

CC cellular activation, haemostasis, angiogenesis, tumour metastasis, 

CC cellular migration and ovulation, and neurogenesis. They can also 
be 

CC used to enhance host defences against resistant chronic and acute 

CC infections, e.g. mycobacterial infections via the attraction and 



CC activation of microbial leukocytes. IL17RLP may also be used to 
increase 

CC T-cell proliferation by the stimulation of IL-2 biosynthesis for 
the 

CC treatment of T-cell mediated autoimmune diseases and lymphocytic 
CC leukaemias, to regulate haematopoiesis by regulating the 
activation and 

CC differentiation of various haematopoietic progenitor cells, e.g. 
to 

CC release mature leukocytes from the bone marrow following 
chemotherapy, 

CC i.e. in stem cell mobilisation or to treat sepsis. The products 
can also 

CC be used for the diagnosis or treatment of immune system related 

disorders 

CC e.g. tumours, cancers, interstitial lung disease, and any 
di sregul a t ion 

CC of immune cell function including autoimmunity, arthritis, 
leukaemias , 

CC lymphomas, immunosuppression, immunity, humoral immunity, 
inflammatory 

CC bowel disease, or myelo suppression. 
XX 

SQ Sequence 1816 BP; 532 A; 439 C; 399 G; 445 T; 1 other; 

Query Match 76.2%; Score 1535.8; DB 21; Length 1816; 

Best Local Similarity 89,1%; Pred. No. 0; 

Matches 1754; Conservative 1; Mismatches 38; Indels 176; 
Gaps 2 ; 

Qy 47 GCGATGTCGCTCGTGCTGCTAAGCCTGGCCGCGCTGTGCAGGAGCGCCGTACCCCGAGAG 



106 



Db 
66 




Qy 

166 



107 CCGACCGTTCAATGTGGCTCTGAAACTGGGCCATCTCCAGAGTGGATGCTACAACATGAT 



Db 
126 




Qy 

226 



167 CTAATCCCCGGAGACTTGAGGGACCTCCGAGTAGAACCTGTTACAACTAGTGTTGCAACA 



Db 
186 




Qy 



2 27 GGGGACTATTCAATTTTGATGAATGTAAGCTGGGTACTCCGGGCAGATGCCAGCATCCGC 



286 



Db 
246 




Qy 

346 



287 TTGTTGAAGGCCACCAAGATTTGTGTGACGGGCAAAAGCAACTTCCAGTCCTACAGCTGT 

Ijlllllllllllllllllllllllllllllillllllllilllllllllllllllllll 



Db 247 TTGTTGAAGGCCACCAAGATTTGTGTGACGGGCAAAAGCAACTTCCAGTCCTACAGCTGT 
306 

Qy 347 GTGAGGCTGGAGTGCAGTGGTGCGATCATGGCTCGCTGCGACCTCAATCTTCTGGGCTCA 
406 

mill I I II I II II I II 

Db 307 GTGAGGTGCAATTACACAGAGGCCTTCCAGACT 

339 

Qy 407 AGCGATCGTTCTGCTTCAGCCTCCCGAGCGGCTGGGACTGCAGGCGTGGGCCACCAGACC 
466 

Db 340 

339 

Qy 467 TGGCTAATTTTTGTAGTTTTTGTAGAGGGGGGTTTCACCGTGTTGCTGGTCTTGAATTCC 
526 

Db 34 0 

339 

Qy 52 7 AGTGCTCAGGCGATCTGCCTGCCTCGGCTTCCCAAAGTGCTGGGATTACAGTGGACATTT 
586 

I III I II I lllllllll 

Db 340 CAGACCAGACCCTCTGGTGGTAAATGGACATTT 

372 

Qy 587 TCCTACATCGGCTTCCCTGTAGAGCTGAACACAGTCTATTTCATTGGGGCCCATAATATT 
646 

II Mill IIMIIIIIIII Mill Mill IMIIIMI Mill IIIIIIMIMIIIIII 

Db 373 TCCTACATCGGCTTCCCTGTAGAGCTGAACACAGTCTATTTCATTGGGGCCCATAATATT 
432 

Qy 64 7 CCTAATGCAAATATGAATGAAGATGGCCCTTCCATGTCTGTGAATTTCACCTCACCAGGC 
706 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 

Db 433 CCTAATGCAAATATGAATGAAGATGGCCCTTCCATGTCTGTGAATTTCACCTCACCAGGC 
492 

Qy 707 TGCCTAGACCACATAATGAAATATAAAAAAAAGTGTGTCAAGGCCGGAAGCCTGTGGGAT 
766 

lllllll lllllllll III IIIIIIMM II III III Mill IIIMIIIIIMII III! 

Db 493 TGCCTAGACCACATAATGAAATATAAAAAAAAGTGTGTCAAGGCCGGAAGCCTGTGGGAT 
552 

Qy 767 CCGAACATC ACTGCTTGTAAGAAGAATGAGGAGACAGTAGAAGTGAACTTCACAACCACT 
826 

IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIiillllllll 

Db 553 CCGAACATCACTGCTTGTAAGAAGAATGAGGAGACAGTAGAAGTGAACTTCACAACCACT 
612 

Qy 827 CCCCTGGGAAACAGATACATGGCTCTTATCCAACACAGCACTATCATCGGGTTTTCTCAG 
886 

IIIM'llllllllllilllllllllllllllllllllllllllllllillllllilllll 

Db 613 CCCCTGGGAAACAGATACATGGCTCTTATCCAACACAGCACTATCATCGGGTTTTCTCAG 
672 



Qy 

946 

Db 
732 



887 GTGTTTGAGCCACACCAGAAGAAACAAACGCGAGCTTCAGTGGTGATTCCAGTGACTGGG 



673 



MMIIIIIIMIIIillllllllllllllllllllllllllllllllllllllllllll 

GTGTTTGAGCCACACCAGAAGAAACAAACGCGAGCTTCAGTGGTGATTCCAGTGACTGGG 



Qy 

1006 

Db 
792 



94 7 GATAGTGAAGGTGCTACGGTGCAGCTGACTCCATATTTTCCTACTTGTGGCAGCGACTGC 



733 



IIIIIIIIIIIIIIIMIIIIIIIIMMIIIIIMIIIIIIIIIIillilllllllMI 

GATAGTGAAGGTGCTACGGTGCAGCTGACTCCATATTTTCCTACTTGTGGCAGCGACTGC 



Qy 

1066 

Db 
852 



1007 ATCCGACATAAAGGAACAGTTGTGCTCTGCCCACAAACAGGCGTCCCTTTCCCTCTGGAT 



793 



IIMIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

ATCCGACATAAAGGAACAGTTGTGCTCTGCCCACAAACAGGCGTCCCTTTCCCTCTGGAT 



Qy 

1126 

Db 
912 



1067 AACAACAAAAGCAAGCCGGGAGGCTGGCTGCCTCTCCTCCTGCTGTCTCTGCTGGTGGCC 



853 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 

AACAACAAAAGCAAGCCGGGAGGCTGGCTGCCTCTCCTCCTGCTGTCTCTGCTGGTGGCC 



Qy 

1186 

Db 
972 



1127 ACATGGGTGCTGGTGGCAGGGATCTATCTAATGTGGAGGCACGAAAGGATCAAGAAGACT 



913 



IIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIMIilllllllllllll 

ACATGGGTGCTGGTGGCAGGGATCTATCTAATGTGGAGGCACGT^GGATCAAGAAGACT 



Qy 

1246 

Db 
1032 



1187 TCCTTTTCTACCACCACACTACTGCCCCCCATTAAGGTTCTTGTGGTTTACCCATCTGAA 



973 



MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIII 
TCCTTTTCTACCACCACACTACTGCCCCCCATTAAGGTTCTTGTGGTTTACCCATCTGAA 



Qy 

1306 

Db 
1092 



1247 ATATGTTTCCATCACACAATTTGTTACTTCACTGAATTTCTTCAAAACCATTGCAGAAGT 

IIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIII 

1033 ATATGTTTCCATCACACAATTTGTTACTTCACTGAATTTCTTCAAAACCATTGCAGAAGT 



Qy 

1366 

Db 
1152 



1307 GAGGTCATCCTCGAAAAGTGGCAGAAAAAGAAAATAGCAGAGATGGGTCCAGTGCAGTGG 

Illllllllll IIIIIIIIIIIIIIIIIIMMIMIIIIIIIIIIIilllllMIIII 
1093 GAGGTCATCCTTGAAAAGTGGCAGAAAAAGAAAATAGCAGAGATGGGTCCAGTGCAGTGG 



Qy 1367 CTTGCCACTCAAAAGAAGGCAGCAGACAAAGTCGTCTTCCTTCTTTCCAATGACGTCAAC 

MlllllllllllllllllllillllllllMMIIIIIIIIIIIIIIIIIIIIIIIIM 

Db 1153 CTTGCCACTCAAAAGAAGGCAGCAGACAAAGTCGTCTTCCTTCTTTCCAATGACGTCAAC 
1212 



Qy 

1486 



1427 AGTGTGTGCGATGGTACCTGTGGCAAGAGCGAGGGCAGTCCCAGTGAGAACTCTCAAGAC 



IIIIIIIIMIIIilllllllllllllllllllllllllllllllllllllllllNIII 



Db 
1272 



12 13 AGTGTGTGCGATGGTACCTGTGGCAAGAGCGAGGGCAGTCCCAGTGAGAACTCTCAAGAC 



Qy 1487 CTCTTCCCCCTTGCCTTTAACCTTTTCTGCAGTGATCTAAGAAGCCAGATTCATCTGCAC 
1546 

I IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1273 - - TCTTCCCCTTGCCTTTAACCTTTTCTGCAGTGATCTAAGAAGCCAGATTCATCTGCAC 
1330 

Qy 1547 AAATACGTGGTGGTCTACTTTAGAGAG ATTGATACAAAAGACGATTACAATGCTCTC AGT 

II I IIMII II Ml II II III II MM III I Ml I Mlllll II III I II II Ml MM I 

Db 133 1 AAATACGTGGTGGTCTACTTTAGAGAGATTGATACAAAAGACGATTACAATGCTCTCAGT 
1390 

Qy 1607 GTCTGCCCCAAGTACCACCTCATGAAGGATGCCACTGCTTTCTGTGCAGAACTTCTCCAT 
1666 

IIMII III II Mlllll lllllll II IIIIIIMIIIMMMIIM MM Mllllll 

Db 1391 GTCTGCCCCAAGTACCACCTCATGAAGGATGCCACTGCTTTCTGTGCAGAACTTCTCCAT 
1450 

Qy 1667 GTCAAGCAGCAGGTGTCAGCAGGAAAAAGATC ACAAGCCTGCCACGATGGCTGCTGCTCC 

IIMII MIIIIIIIIIMIIIMIIIIIIIIIIIIIIMMIIIIIIIMIIIIIIM 

Db 1451 GTCAAGTAGCAGGTGTCAGCAGGAAAAAGATCACAAGCCTGCCACGATGGCTGCTGCTCC 
1510 

Qy 1727 TTGTAGCCCACCCATGAGAAGCAAGAGACCTTAAAGGCTTCCTATCCCACCAATTACAGG 

Mill MIIM lllllll llllllhlllllllllllllMMMIIIIIIIIIIIIIII 

Db 1511 TTGTAGCCCACCCATGAGAAGCAAGWGACCTTAAAGGCTTCCTATCCCACCAATTACAGG 
1570 

Qy 1787 GAAAAAACGTGTGATGATCCTGAAGCTTACTATGCAGCCTACAAACAGCCTTAGTAATTA 
1846 

IMIIIIIIMIIIMIIIIIIIIMIIIMIIIM IIMIIIMIIIMMIMIIIM 

Db 1571 GAAAAAACGTGTGATGATCCTGAAGCTTACTATGCAGCCTACAAACAGCCTTAGTAATTA 
1630 

Qy 1847 AAACATTTTATACCAATAAAATTTTCAAATATTGCTAACTAATGTAGCATTAACTAACGA 
1906 

IIIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII MIIIIIMIIIIII 

Db 1631 AAACATTTTATACCAATAAAATTTTCAAATATTGCTAACTAATGTAGCATTAACTAACGA 
1690 

Qy 1907 TTGGAAACTACATTTACAACTTCAAAGCTGTTTTATACATAGAAATCAATTACAGCTTTA 
1966 

IIIIIIIIIIIMIMMMMIMIMIMIMMIIMIMMIMIIIIIII MM 

Db 1691 TTGGAAACTACATTTACAACTTCAAAGCTGTTTTATACATAGAAATCAATTACAGTTTTA 
1750 

Qy 1967 ATTGAAAACTGTAACCATTTTGATAATGCAACAATAAAGCATCTTCAGC 2 015 

Illlllllll MIIIIIIIIIIIIIIIIIMIIIIIIIIIMMIIII 

Db 17 51 ATTGAAAACTATAACCATTTTGATAATGCAACAATAAAGCATCTTCAGC 17 99 



CC protein level is used in the treatment of diseases such as cancer 

CC or autoimmune diseases - 

XX 

SQ Sequence 1827 BP; 547 A; 438 C; 397 G; 445 T; 0 other; 

Query Match 77.0%; Score 1552.4; DB 22; Length 1827; 

Best Local Similarity 89.3%; Pred. No.. 0; 

Matches 1758; Conservative 0; Mismatches 36; Indels 174; 
Gaps 1 ; 



Qy 45 CGGCGATGTCGCTCGTGCTGCTAAGCCTGGCCGCGCTGTGCAGGAGCGCCGTACCCCGAG 

104 

IIIMIIIIIMIIIIIIII IIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1 CGGCGATGTCGCTCGTGCTGATAAGCCTGGCCGCGCTGTGCAGGAGCGCCGTACCCCGAG 

60 



Qy 105 AGCCGACCGTTCAATGTGGCTCTGAAACTGGGCCATCTCCAGAGTGGATGCTACAACATG 
164 

IIIIIIMMIIIIIIIIIIIMIIIIIIIIMIMIIMIIMIIIMIIIMIIIIII 

Db 61 AGCCGACCGTTCAATGTGGCTCTGAAACTGGGCCATCTCCAGAGTGGATGCTACAACATG 

120 



Qy 165 ATCTAATCCCCGGAGACTTGAGGGACCTCCGAGTAGAACCTGTTACAACTAGTGTTGCAA 

IMIIIMMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 

Db 121 ATCTAATCCCCGGAGACTTGAGGGACCTCCGAGTAGAACCTGTTACAACTAGTGTTGCAA 
180 

Qy 225 CAGGGGACTATTCAATTTTGATGAATGTAAGCTGGGTACTCCGGGCAGATGCCAGCATCC 
284 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIMIIIIII 

Db 181 CAGGGGACTATTCAATTTTGATGAATGTAAGCTGGGTACTCCGGGCAGATGCCAGCATCC 
240 

Qy 2 85 GCTTGTTGAAGGCCACCAAGATTTGTGTGACGGGCAAAAGCAACTTCCAGTCCTACAGCT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 241 GCTTGTTGAAGGCCACCAAGATTTGTGTGACGGGCAAAAGCAACTTCCAGTCCTACAGCT 
300 

Qy 345 GTGTGAGGCTGGAGTGCAGTGGTGCGATCATGGCTCGCTGCGACCTCAATCTTCTGGGCT 
404 

IIIIIMI I I II I II II I II 

Db 301 GTGTGAGGTGCAATTACACAGAGGCCTTCCAGACT 

335 

Qy 4 05 CAAGCGATCGTTCTGCTTCAGCCTCCCGAGCGGCTGGGACTGCAGGCGTGGGCCACCAGA 
464 

Db 336 

335 

Qy 465 CCTGGCTAATTTTTGTAGTTTTTGTAGAGGGGGGTTTCACCGTGTTGCTGGTCTTGAATT 

524 

Db 336 

335 



Qy 525 CCAGTGCTCAGGCGATCTGCCTGCCTCGGCTTCCCAAAGTGCTGGGATTACAGTGGACAT 
584 

I III I II I lllllll 

Db 336 CAGACCAGACCCTCTGGTGGTAAATGGACAT 

366 



Qy 585 TTTCCTACATCGGCTTCCCTGTAGAGCTGAACACAGTCTATTTCATTGGGGCCCATAATA 
644 

lllllll IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIilllllllllll 
Db 367 TTTCCTATATCGGCTTCCCTGTAGAGCTGAACACAGTCTATTTCATTGGGGCCCATAATA 

426 



Qy 645 TTCCTAATGCAAATATGAATGAAGATGGCCCTTCCATGTCTGTGAATTTCACCTCACCAG 
704 

IIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMMIIII 

Db 427 TTCCTAATGCAAATATGAATGT^GATGGCCCTTCCATGTCTGTGAATTTCACCTCACCAG 
486 



Qy 705 GCTGCCTAGACCACATAATGAAATATAAAAAAAAGTGTGTCAAGGCCGGAAGCCTGTGGG 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 487 GCTGCCTAGACCACATAATGAAATATAAAAAAAAGTGTGTCAAGGCCGGAAGCCTGTGGG 
546 



Qy 765 ATCCGAACATCACTGCTTGTAAGAAGAATGAGGAGACAGTAGAAGTGAACTTCACAACCA 

824 

IIIMIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIMIIIIIIIIIIIII 

Db 547 ATCCGAACATCACTGCTTGTAAGAAGAATGAGGAGACAGTAGAAGTGAACTTCACAACCA 
606 



Qy 825 CTCCCCTGGGAAACAGATACATGGCTCTTATCCAACACAGCACTATCATCGGGTTTTCTC 
884 

III lllllllllllllllll III lllllllllll Mill MM ill! Illlll lllllll 

Db 607 CTCCCCTGGGAAACAGATACATGGCTCTTATCCAACACAGCACTATCATCGGGTTTTCTC 
666 



Qy 885 AGGTGTTTGAGCCACACCAGAAGAAACAAACGCGAGCTTCAGTGGTGATTCCAGTGACTG 
944 

IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIII 

Db 667 AGGTGTTTGAGCCACACCAGAAGAAACAAACGCGAGCTTCAGTGGTGATTCCAGTGACTG 
726 



Qy 94 5 GGGATAGTGAAGGTGCTACGGTGCAGCTGACTCCATATTTTCCTACTTGTGGCAGCGACT 
1004 

IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMMIIIIIIMIIIIIIillM 

Db 727 GGGATAGTGAAGGTGCTACGGTGCAGCTGACTCCATATTTTCCTACTTGTGGCAGCGACT 
786 



Qy 1005 GCATCCGACATAAAGGAACAGTTGTGCTCTGCCCACAAACAGGCGTCCCTTTCCCTCTGG 
1064 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 787 GCATCCGACATAAAGGAACAGTTGTGCTCTGCCCACAAACAGGCGTCCCTTTCCCTCTGG 
846 



Qy 1065 ATAACAACAAAAGCAAGCCGGGAGGCTGGCTGCCTCTCCTCCTGCTGTCTCTGCTGGTGG 
1124 



IMIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIMMIIIIIIIIIMIII 

Db 847 ATAACAACAAAAGCAAGCCGGGAGGCTGGCTGCCTCTCCTCCTGCTGTCTCTGCTGGTGG 
906 

Qy 112 5 CCACATGGGTGCTGGTGGCAGGGATCTATCTAATGTGGAGGCACGAAAGGATCAAGAAGA 
1184 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 907 CCACATGGGTGCTGGTGGCAGGGATCTATCTAATGTGGAGGCACGAAAGGATCAAGAAGA 
966 

Qy 1185 CTTCCTTTTCTACCACCACACTACTGCCCCCCATTAAGGTTCTTGTGGTTTACCCATCTG 
1244 

IIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 967 CTTCCTTTTCTACCACCACACTACTGCCCCCCATTAAGGTTCTTGTGGTTTACCCATCTG 

1026 

Qy 1245 AAATATGTTTCCATCACACAATTTGTTACTTCACTGAATTTCTTCAAAACCATTGCAGAA 
1304 

IIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIMIIIIIIIIIII 

Db 1027 AAATATGTTTCCATCACACAATTTGTTACTTCACTGAATTTCTTCAAAACCATTGCAGAA 
1086 

Qy 1305 GTGAGGTCATCCTCGAAAAGTGGCAGAAAAAGAAAATAGCAGAGATGGGTCCAGTGCAGT 
1364 

lllllllllllll IIIMIIIIIIIIIIIIIMIIMIIIIIIIIIIIIMIIIIMII 
Db 1087 GTGAGGTCATCCTTGAAAAGTGGCAGAAAAAGAAAATAGCAGAGATGGGTCCAGTGCAGT 

1146 

Qy 1365 GGCTTGCCACTCAAAAGAAGGCAGCAGACAAAGTCGTCTTCCTTCTTTCCAATGACGTCA 

1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1147 GGCTTGCCACTCAAAAGAAGGCAGCAGACAAAGTCGTCTTCCTTCTTTCCAATGACGTCA 
1206 

Qy 1425 ACAGTGTGTGCGATGGTACCTGTGGCAAGAGCGAGGGCAGTCCCAGTGAGAACTCTCAAG 
1484 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 
Db 1207 ACAGTGTGTGCGATGGTACCTGTGGCAAGAGCGAGGGCAGTCCCAGTGAGAACTCTCAAG 
1266 

Qy 1485 ACCTCTTCCCCCTTGCCTTTAACCTTTTCTGCAGTGATCTAAGAAGCCAGATTCATCTGC 
1544 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIII 

Db 1267 ACCTCTTCCCCCTTGCCTTTAACCTTTTCTGCAGTGATCTAAGAAGCCAGATTCATCTGC 
1326 

Qy 1545 ACAAATACGTGGTGGTCTACTTTAGAGAGATTGATACAAAAGACGATTACAATGCTCTCA 
1604 

IMMIIIIIMIMIIIIilMIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIMM 

Db 1327 ACAAATACGTGGTGGTCTACTTTAGAGAGATTGATACAAAAGACGATTACAATGCTCTCA 
1386 

Qy 1605 GTGTCTGCCCCAAGTACCACCTCATGAAGGATGCCACTGCTTTCTGTGCAGAACTTCTCC 
1664 

IIIIIIIIIIIIIIMIIII IIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIII 

Db 13 87 GTGTCTGCCCCAAGTACCACTTCATGAAGGATGCCACTGCTTTCTGTGCAGAACTTCTCC 
1446 



Qy 1665 ATGTCAAGCAGCAGGTGTCAGCAGGAAAAAGATCACAAGCCTGCCACGATGGCTGCTGCT 
1724 

IIIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIMIMIIIIIIIilMMIIIIIII 

Db 1447 ATGTCAAGCAGCAGGTGTCAGCAGGAAAAAGATCACAAGCCTGCCACGATGGCTGCTGCT 
1506 

Qy 1725 CCTTGTAGCCCACCCATGAGAAGCAAGAGACCTTAAAGGCTTCCTATCCCACCAATTACA 
1784 

IIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIilllllllllllll 

Db 1507 CCTTGTAGCCCACCCATGAGAAGCAAGAGACCTTAAAGGCTTCCTATCCCACCAATTACA 
1566 

Qy 1785 GGGAAAAAACGTGTGATGATCCTGAAGCTTACTATGCAGCCTACAAACAGCCTTAGTAAT 
1844 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 

Db 1567 GGGATUUW^CGTGTGATGATCCTGAAGCTTACTATGCAGCCTACAAACAGCCTTAGTAAT 
1626 

Qy 1845 TAAAACATTTTATACCAATAAAATTTTCAAATATTGCTAACTAATGTAGCATTAACTAAC 
1904 

IIIIMIIIIIMIIIMIIIIIIIIIIIIIIIII llllllllllllllllllllllll 

Db 1627 TAAAACATTTTATACCAATAAAATTTTCAAATATTACTAACTAATGTAGCATTAACTAAC 
1686 

Qy 1905 GATTGGAAACTACATTTACAACTTCAAAGCTGTTTTATACATAGAAATCAATTACAGCTT 
1964 

IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIII 

Db 1687 GATTGGAAACTAC ATTTACAACTTC AAAGCTGTTTTATAC ATAGAAATCAATTAC AGCTT 
1746 

Qy 1965 TAATTGAAAACTGTAACCATTTTGATAATGCAACAATAAAGCATCTTC 2012 

llllllllllllllllllllllllllllllllllllllllllllllli 

Db 1747 TAATTGAAAACTGTAACCATTTTGATAATGCAACAATAAAGCATCTTC 1794 



RESULT 7 
AAA75772 

ID AAA75772 Standard; cDNA; 1918 BP. 

XX 

AC AAA75772; 
XX 

DT 22-JAN-2001 (first entry) 



